Twins and resemblance between other relatives The results of most family studies of Crohn's disease have been expressed in terms of the proportion of probands with either affected first degree relatives or a positive family history over all relatives investigated. These data are of limited value in making a genetic analysis. It has been argued that a better measure of familial aggregation is the ratio of prevalence among relatives to that in the general population, but this ratio alone is also of limited value since, for a given heritability, it varies inversely with population prevalence. Rational genetic interpretation of familial aggregation requires both the absolute value of the population prevalence and the numbers of affected and unaffected relatives of probands.
Several reports have quoted numbers of affected and unaffected relatives of Crohn's disease patients, including twins. The studies differ in respect of diagnostic criteria, the age structure and method of ascertainment of the sample of probands, and the number of years between diagnosis in probands and ascertainment of affected relatives. Strict comparability is not therefore possible but pooling of results (Table) provides a summary of the overall position. Population prevalences, where given, ranged from 13 to 74 per 100 000 but were generally in the region of 50 per 100 000.
Prevalence ofCrohn's disease (%) among co-twins and amongfirst, second, and third degree relatives ofCrohn's disease probands, with heritability estimatesforpopulation prevalences of25, 50, and 100 per 100 000. 88 (27) 96 (27) 
